
20 40 60 80 100 120 140

−
4

−
2

0
2

4

Cluster: 0041 ptr; resid: 0.40; r/c: 37/56

x.range

upstream meme PSSM #1; e=4.4e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=8.2e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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1020844955

46657

10261

14682

16481

32261

33045

34147

34177

34505
34584

38893
39807

39940

40368
41079

41243

41512

4288342977

43208

43685

43828

4439247052

47426

4915149747

49777

49795

50530

54015

54731

70618−70785_50S
70990−71913_lysR

7544

string −500 −400 −300 −200 −100 −1
70618−70785_50SNA
70990−71913_lysRNA

32261−0.02
41243−0.05
43208−0.08
41512−0.09
42977−0.21
41079−0.21
54731−0.25
34177−0.30
34147−0.41
44955−0.61
40368−0.64
39940−0.73
54015−0.74
46657−0.78
39807−0.79
47052−0.89
43828−0.92
50530−1.88
49795−1.94
49747−2.18
10208−2.40
49777−2.42
34584−2.44
43685−2.83
14682−3.31

7544−3.38
44392−3.90
49151−5.08
33045−5.15
16481−6.12
34505−6.76
10261−6.85
38893−7.17
47426−7.69
42883−8.49

log10(P) upstream meme1 2 log10(P.clust)=−2.51; 37 seqs; 36 uniq
c(0.5, 2.5)
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