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Cluster: 0053 ptr; resid: 0.47; r/c: 52/67

x.range

upstream meme PSSM #1; e=3.6e+03

1 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.3e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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19762
21296

10299

10848

1088214427

17909
32219

34694
34960

35561
35637

36649

36948−41117_DNA−directed

40355

41189

41857

42507

42876

42881

42981

43311
44263

44641

44695

44733

45260

45451

45498

46677

4702247158

48068

48545

48579

48813

49065

49299

49802

49816

50043
50136

54101

54493

8741

93758−94123_50S

9885
c2246−45_photosystem

c25437−25051_50S

c26654−26229_50S

c4570−2312_photosystemnad11−a

string −500 −400 −300 −200 −100 −1
34960NA 36948−41117_DNA−directedNA 40355NA 93758−94123_50SNA c2246−45_photosystemNA c25437−25051_50SNA c26654−26229_50SNA c4570−2312_photosystemNA nad11−aNA 14427−0.00 48068−0.00 45260−0.04 34694−0.09 10882−0.09 35637−0.10 43311−0.11 50136−0.11 10299−0.12 10848−0.13 48579−0.15 50043−0.16 36649−0.19 47158−0.21 44641−0.22 41857−0.24 42881−0.25 48813−0.30 49816−0.45 54101−0.53 45451−0.56 41189−0.62 8741−0.64 49802−0.65 44733−0.77 47022−0.87 17909−1.02 35561−1.28 46677−1.35 9885−1.74 54493−1.77 49065−1.95 32219−1.99 45498−2.09 19762−2.16 49299−2.47 42876−2.82 48545−3.11 42981−4.03 42507−4.30 44263−4.31 21296−5.24 44695−6.77

log10(P) upstream meme1 2 log10(P.clust)=−1.30; 52 seqs; 44 uniq
c(0.5, 2.5)
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