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Cluster: 0058 ptr; resid: 0.36; r/c: 46/57

x.range

upstream meme PSSM #1; e=0.63
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14937
15935

49428
7195

12788
14002

15801

23830

31339

37525

38048

38511

38899

38916

39214

40063

41008

41026
41265

44003

44492

46309

46767
46926

47453

47706

47860

47941

47970

48016

48135

48282

48355

48789

48824

49140

49223

49415

49588
49667

49836

49977

50107

50149

50462

50610

string −500 −400 −300 −200 −100 −1
50610−0.14
47453−0.15
38916−0.18
38511−0.21
14937−0.25
40063−0.32
31339−0.35
12788−0.41

7195−0.48
15935−0.48
41265−0.57
49667−0.91
48016−0.92
47860−1.14
38899−1.17
48135−1.26
37525−1.27
49977−1.27
15801−1.33
46309−1.37
47706−1.39
50462−1.42
48282−1.44
49415−1.53
14002−1.69
47970−1.69
49588−1.77
48789−1.84
38048−1.86
49140−2.08
49223−2.19
46767−2.31
48824−2.33
50107−2.33
44492−2.36
48355−2.40
41026−2.40
49836−2.43
50149−2.58
41008−2.61
49428−2.85
47941−3.09
39214−3.18
44003−3.18
23830−3.73
46926−4.07

log10(P) upstream meme1 2 log10(P.clust)=−1.63; 46 seqs; 46 uniq
c(0.5, 2.5)
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