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45409
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string −500 −400 −300 −200 −100 −1
101390−101608_50SNA
108843−109139_30SNA

21503−22564_magnesium−chelataseNA
47566NA

55466−56005_ATPNA
56002−56565_ATPNA

91021−91509_hypotheticalNA
93195−93440_50SNA
93492−93746_30SNA
98483−98596_50SNA

atp8NA
c84058−83711_photosystemNA

rpl10NA
rpl6NA

rps19NA
rps8NA

36988−0.36
48404−0.47
50007−0.71
48573−0.88
39717−1.03
47820−1.03
50604−1.09
48857−1.14
49827−1.44
45409−1.46
13944−1.47
49647−1.48
20588−1.48
47373−1.58
31704−2.21
21135−4.23
49351−4.34
45546−4.49
31898−5.03
34252−5.13
15884−6.11
44712−7.65

log10(P) upstream meme1 2 log10(P.clust)=−2.49; 38 seqs; 23 uniq
c(0.5, 2.5)
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