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Cluster: 0216 ptr; resid: 0.38; r/c: 39/80

x.range

upstream meme PSSM #1; e=240
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upstream meme PSSM #2; e=4.7e+03
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●

●

●

●

●

●
●

●

●

●

●

●
●

●

●

●

●●

●

●

●

●

●
●

●

●

●

●

●●●

●

●

●

●

●

●

●

●

103911−104234_30S

104855−107635_ATP−dependent

13384

15417

20884−21186_30S

26949−28331_DNA
30641−31003_50S

36526−36807_30S

39080

39635

42608

43079
43481

44151

44979

45006

4702348299−48907_elongation

52826−53584_iron−sulfur
53706−54434_ATP

54342

54933−55403_ATP

60693−61304_putative
63390−63620_acyl71993−72310_50S

72611−75271_preprotein

75298−75444_50S

8992−9537_photosystem

9725−9979_cytochromec117005−115974_hypotheticalc15626−14571_photosystem

c32448−31504_cytochrome

c33733−33332_ATP

c35173−33746_ATP

c35851−35345_photosystem

c36344−36150_50S

c51066−49594_ribulose−1,5−bisph...

c80405−80169_30S

c87981−86140_Hsp70−type

−500 −400 −300 −200 −100 −1
103911−104234_30SNA

104855−107635_ATP−dependentNA
20884−21186_30SNA

26949−28331_DNANA
30641−31003_50SNA
36526−36807_30SNA

48299−48907_elongationNA
52826−53584_iron−sulfurNA

53706−54434_ATPNA
54933−55403_ATPNA

60693−61304_putativeNA
63390−63620_acylNA
71993−72310_50SNA

72611−75271_preproteinNA
75298−75444_50SNA

8992−9537_photosystemNA
9725−9979_cytochromeNA

c117005−115974_hypotheticalNA
c15626−14571_photosystemNA
c32448−31504_cytochromeNA

c33733−33332_ATPNA
c35173−33746_ATPNA

c35851−35345_photosystemNA
c36344−36150_50SNA

c51066−49594_ribulose−1,5−bisph...NA
c80405−80169_30SNA

c87981−86140_Hsp70−typeNA
45006−1.55
43079−2.16
39635−2.17
43481−2.41
47023−2.46
42608−2.93
44151−3.64
39080−4.06
13384−4.56
54342−4.59
15417−4.66
44979−4.68

log10(P) upstream meme1 2 log10(P.clust)=−3.32; 39 seqs; 13 uniq
c(0.5, 2.5)
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