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x.range

upstream meme PSSM #1; e=0.0092

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15

x.range

y.
ra
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e

upstream meme PSSM #2; e=3.1

1 3 5 7 9 11 131 3 5 7 9 11 13
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string
operons −200 −100 −1

phosphoribosylaminoimidazole synthetase: RV0809−3.97

hypothetical protein: RV2749−4.31

3−ketoacyl−(acyl−carrier−protein) reductase: RV2750−4.31

hypothetical protein: RV1101C−7.21

hypothetical protein: RV1192−7.76

acyl−CoA synthetase: RV1193−7.76

lipid−transfer protein: RV1627C−10.97

hypothetical protein: RV1628C−10.97

DNA polymerase I: RV1629−10.97

log10(P) upstream meme1 2 log10(P.clust)=−7.58; 9 seqs; 6 uniq
c(0.5, 2.5)
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