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Cluster: 0011 mtu; resid: 0.41; r/c: 7/179

−
10

−
5

0
5

10

Cluster: 0011 mtu; resid: 0.41; r/c: 7/179

x.range

upstream meme PSSM #1; e=2.9

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=11

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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fadA2

Rv1012

Rv1216c

mpt70

Rv3897c

string
operons −200 −100 −1

hypothetical protein: RV3897C−0.25

hypothetical protein: RV1012−0.31

MAJOR SECRETED IMMUNOGENIC PROTEIN MPT70: RV2875−1.03

PROBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV1216C−6.26

hypothetical protein: RV0241C−21.42

3−ketoacyl−(acyl−carrier−protein) reductase: RV0242C−21.42

acetyl−CoA acetyltransferase: RV0243−21.42

log10(P) upstream meme1 2 log10(P.clust)=−10.30; 7 seqs; 6 uniq
c(0.5, 2.5)
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