
500 1000 1500 2000

−
10

−
5

0
5

10

Cluster: 0029 mtu; resid: 0.45; r/c: 7/219
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Cluster: 0029 mtu; resid: 0.45; r/c: 7/219

x.range

upstream meme PSSM #1; e=3.3

1 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=4.2

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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string
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RV3294NA

PPE FAMILY PROTEIN: RV2356C−8.19

RIBOKINASE RBSK: RV2436−9.02

exodeoxyribonuclease VII small subunit: RV1107C−12.95

exodeoxyribonuclease VII large subunit: RV1108C−12.95

hypothetical protein: RV1109C−12.95

4−hydroxy−3−methylbut−2−enyl diphosphate reductase: RV1110−12.95

log10(P) upstream meme1 2 log10(P.clust)=−11.50; 7 seqs; 5 uniq
c(0.5, 2.5)
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