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Cluster: 0032 mtu; resid: 0.49; r/c: 8/223

x.range

upstream meme PSSM #1; e=3.3e−07

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.013

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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Rv1959c

Rv1960c
Rv3450c

cut4

Rv3675

Rv3673c

nth

Rv1535

string
operons −200 −100 −1

hypothetical protein: RV1535−5.08

hypothetical protein: RV1959C−6.75

hypothetical protein: RV1960C−6.75

PROBABLE CONSERVED MEMBRANE PROTEIN: RV3450C−13.12

PROBABLE CUTINASE PRECURSOR CUT4: RV3452−13.12

ROTEIN (THIOL−DISULFIDE INTERCHANGE RELATED PROTEIN): RV3673C−17.33

NIC)) (DEOXYRIBONUCLEASE (APURINIC OR APYRIMIDINIC)): RV3674C−17.33

POSSIBLE MEMBRANE PROTEIN: RV3675−17.33

log10(P) upstream meme1 2 log10(P.clust)=−12.10; 8 seqs; 6 uniq
c(0.5, 2.5)
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