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Cluster: 0036 mtu; resid: 0.44; r/c: 7/237
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Cluster: 0036 mtu; resid: 0.44; r/c: 7/237

x.range

upstream meme PSSM #1; e=0.00012

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.00071

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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Rv1864c

Rv1865c

Rv1866

serS Rv3836

Rv0862c

Rv3046c string
operons −200 −100 −1

hypothetical protein: RV3046C−0.32

hypothetical protein: RV0862C−5.65

hypothetical protein: RV1864C−15.42

short chain dehydrogenase: RV1865C−15.42

hypothetical protein: RV1866−15.42

seryl−tRNA synthetase: RV3834C−18.28

hypothetical protein: RV3836−18.28

log10(P) upstream meme1 2 log10(P.clust)=−12.68; 7 seqs; 6 uniq
c(0.5, 2.5)
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