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upstream meme PSSM #1; e=1.3e−05
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1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

●

●

●

●

●

●●●

●

●

●

●

●

●

●

●

●

Rv0825c

Rv0826

Rv1576c

Rv1577c

Rv2650c

Rv2651cRv2618Rv2812

PPE46

arsC

Rv2811

Rv2813

mpt83

mpt70

Rv0628c

Rv1804c

Rv2863

string
operons −200 −100 −1

hypothetical protein: RV2811−2.17

PROBABLE TRANSPOSASE: RV2812−2.17

hypothetical protein: RV2813−2.17

hypothetical protein: RV0628C−2.33

PPE FAMILY PROTEIN: RV3018C−2.76

hypothetical protein: RV2863−3.13

CELL SURFACE LIPOPROTEIN MPT83 (LIPOPROTEIN P23): RV2873−3.61

Probable phiRV1 phage protein: RV1576C−5.11

ABLE ARSENIC−TRANSPORT INTEGRAL MEMBRANE PROTEIN ARSC: RV2643−5.63

hypothetical protein: RV1804C−5.77

MAJOR SECRETED IMMUNOGENIC PROTEIN MPT70: RV2875−6.12

hypothetical protein: RV2618−7.62

hypothetical protein: RV0825C−11.87

hypothetical protein: RV0826−11.87

POSSIBLE phiRv2 PROPHAGE PROTEIN: RV2650C−15.08

POSSIBLE phiRv2 PROPHAGE PROTEASE: RV2651C−15.08

Probable phiRv1 phage protein: RV1577C−16.57

log10(P) upstream meme1 2 log10(P.clust)=−7.00; 17 seqs; 14 uniq
c(0.5, 2.5)
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