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x.range

upstream meme PSSM #1; e=0.0009
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x.range
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upstream meme PSSM #2; e=3.1
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Rv2161c
Rv3520c

Rv2286c

Rv3521ltp4

ltp3

Rv2530c

Rv2801c

Rv3405c

string
operons −200 −100 −1

hypothetical protein: RV2801C−4.16

POSSIBLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV3405C−4.84

hypothetical protein: RV2286C−5.00

hypothetical protein: RV2161C−9.53

hypothetical protein: RV2530C−9.66

POSSIBLE COENZYME F420−DEPENDENT OXIDOREDUCTASE: RV3520C−15.34

hypothetical protein: RV3521−15.34

acetyl−CoA acetyltransferase: RV3523−15.34

lipid−transfer protein: RV3522−15.34

log10(P) upstream meme1 2 log10(P.clust)=−10.51; 9 seqs; 7 uniq
c(0.5, 2.5)
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