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Cluster: 0070 mtu; resid: 0.60; r/c: 13/246

10

o
T|_

I I I I
500 1000 1500 2000

upstream meme PSSM #1; e=0.012 upstream meme PSSM #2; e=0.21
I I log10(P) upstream meme log10(P.clust)=—3.58; 13 segs; 13 uniq

o

oQ

7

BABLE NUEPEOSIDE-HYDROLASEHINHHPURINE-NUELEOSI DASE). RV3393
SYNAHEBE)-{CYCLOPROPANE MYCOLIC ACID-SYNTHASE 1):[RV3392C
-4.87 — PROBABLE CONSERVED LIPOPROTELN 1 PQD: RV3390

9 11 13 1

-4.87 POSSIBLE DEFMYDROGENASE: RV3389C
-4.35 enoyl-Cgdy hydratase: RV2831
| ! ;ﬁ‘el"C§ - 9 PR@BABLE CONSERVED INTEGRAL MEMBRENE PROTEIN: RV2120C
-3.90 PROBABLE LIPASE/ESTERRSE LIPN: RV2970C
PE®15
5 -3.89 - POSSIBLE TWO COMPONENT SENSOR KINASE:[RV3764C
Rv3 ?zle -3.52 POSSIBLE TRARFERASE: RV3034C
3} 16 -3.29 L pE FAMILY-PROTEIN: RV1386
Hmo 71 . R
c Rvarae —2.27 ~ hypothetical protein: RV3796
053 POSSIBLE ACETYLTRANSFERASE: RV3216
Ra764c y‘mc -0.35 - - hypothetical protein: RV3748
lipN Rv3796

— string -200 -100 -1



