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upstream meme PSSM #1; e=5.7

1 2 3 4 5 6 7 8 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=5.4e+03
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string
operons −200 −100 −1

hypothetical protein: RV1742−0.92

PPE FAMILY PROTEIN: RV0304C−1.22

PPE FAMILY PROTEIN: RV0305C−1.22

PPE FAMILY PROTEIN: RV0355C−1.24

hypothetical protein: RV1961−1.38

hypothetical protein: RV1748−1.62

PPE FAMILY PROTEIN: RV3350C−4.65

 NITRITE EXTRUSION PROTEIN NARU (NITRITE FACILITATOR): RV0267−4.89

hypothetical protein: RV0259C−5.31

gen−III synthetase/response regulator domain protein: RV0260C−5.31

hypothetical protein: RV1975−5.89

MCE−FAMILY PROTEIN MCE2C: RV0591−5.98

AMILY LIPOPROTEIN LPRL (MCE−FAMILY LIPOPROTEIN MCE2E): RV0593−5.98

MCE−FAMILY PROTEIN MCE2F: RV0594−5.98

MCE−FAMILY PROTEIN MCE2D: RV0592−5.98

log10(P) upstream meme1 2 log10(P.clust)=−3.84; 15 seqs; 10 uniq
c(0.5, 2.5)
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