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Cluster: 0088 mtu; resid: 0.47; r/c: 8/236

x.range

upstream meme PSSM #1; e=910
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Rv2345

Rv3877fadE21

Rv3789

Rv1565c

fadD31

Rv3193c

string −200 −100 −1

PROBABLE ACYL−CoA DEHYDROGENASE FADE21: RV2789C−0.01

hypothetical protein: RV3193C−0.02

hypothetical protein: RV1565C−1.00

POSSIBLE CONSERVED TRANSMEMBRANE PROTEIN: RV2345−1.05

acyl−CoA synthetase: RV1925−1.45

POSSIBLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV3789−1.82

POSSIBLE LIPOPROTEIN LPRO: RV0179C−2.20

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV3877−2.51

log10(P) upstream meme1 2 log10(P.clust)=−1.26; 8 seqs; 8 uniq
c(0.5, 2.5)
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