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-11.16 EmPypotheticat proteifil RV3108

L-DHAP SYNTHASE) (ALKYLGLYCERONE-PHOSPHATE SYRITHASE): RV3107C
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1 13 15 -10.98 Probablegigagscription regmw family): Rv2282C
-7.33 hypothetical protein: RV3114

—UPROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV3124
-3.65  POSSIBLE CONSERVED MEMBRANE PROTEIN: RV2025C

-3.47 PPE-FAMILY-PROTEIN: RV0878C

-2.57 hypothetical protein: RV2285
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