Cluster: 0096 mtu; resid: 0.42; r/c: 6/219

S o
|
|
o froym
!
Il oo
L9
<
2% \HM ‘
0-2 j
g2 i
:g ‘ I L
8g
-
8g
3° n
0
|
|
o |
FI|_

I I I I
500 1000 1500 2000
Ipstream meme PSSM #1; e=2.5e+03upstream meme PSSM #2; e=2.8e+03

--- - -- - log10(P) upstream meme log10(P.clust)=-1.63; 6 segs; 3 uniq
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