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Cluster: 0120 mtu; resid: 0.55; r/c: 15/232
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Cluster: 0120 mtu; resid: 0.55; r/c: 15/232

x.range

upstream meme PSSM #1; e=9.9e−09

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.0001

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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Rv3182Rv3183
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Rv3424c

PPE57
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Rv3334

string
operons −200 −100 −1

hypothetical protein: RV1929C−0.11

hypothetical protein: RV2516C−0.12

hypothetical protein: RV2517C−0.12

Probable ArsR−type repressor protein: RV2034−3.91

hypothetical protein: RV2035−3.91

hypothetical protein: RV2036−3.91

hypothetical protein: RV3189−4.28

hypothetical protein: RV3182−6.35

POSSIBLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV3183−6.35

HYPOTHETICAL ALANINE RICH PROTEIN: RV3180C−6.35

SCRIPTIONAL REGULATORY PROTEIN (PROBABLY MERR−FAMILY): RV3334−7.30

PPE FAMILY PROTEIN: RV3426−17.95

hypothetical protein: RV3424C−18.27

PPE FAMILY PROTEIN: RV3425−18.27

PPE FAMILY PROTEIN: RV3429−18.27

log10(P) upstream meme1 2 log10(P.clust)=−7.70; 15 seqs; 10 uniq
c(0.5, 2.5)
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