Cluster: 0120 mtu; resid: 0.55; r/c: 15/232
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Ipstream meme PSSM #1; e=9.9e—09 upstream meme PSSM #2; e=0.0001
I log10(P) upstream meme log10(P.clust)=-7.70; 15 seqs; 10 uniq
-18.27 — PPE FAMILY-PROTEIN: RV3429
-18.27 . PPE FAMILY PROTEIN: RV3425
-18.27 — = ¥pothetical protein: RV3424C
-17.95 —PPEFAMEY-PROFEHT RV3426
C SCRIPTIENA0L REGULATORY PROTEIN (PROBABLY MERR-FAMILY): RV3334
B -6.35 — HYPOTHETICAL ALANINE RICH PROTEIN:[RV3180C
cce :b s VWA AL LUE A AL ~6.8DSSIBLE TRANSCRIPTIONALREGULATORY PROTEIN: RV3183
-6.35 T hypothetical-protein: RV3182
Rv3334 . .
v TS -4.28 hypothetital protein: RV3189
-3.91 hypotheticalgpretein: RV2036
Jasi6c 189
v26£7C Rv3L80c -3.91 hypotheticalprotein: RV2035
-391 - Probable ArsR—type repressor protein: RV2034
PRES7 I IR | 4o
. T -0.12 hypothetical protein: RV2517C
) 3 Ru o -0.12 hypothetical protein: RV2516C
Rv2035
-0.11 hypothetical protein’ RV1929C

RvI¥2%c  PRESTT OOt -200 ~100 -1



