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string
operons −200 −100 −1

PE−PGRS FAMILY PROTEIN: RV0832−0.29

hypothetical protein: RV3037C−1.94

POSSIBLE RNA METHYLTRANSFERASE (RNA METHYLASE): RV0380C−2.91

PROBABLE PERIPLASMIC IRON−TRANSPORT LIPOPROTEIN: RV0265C−3.24

enoyl−CoA hydratase: RV0905−3.52

hypothetical protein: RV0906−3.52

PROBABLE TRANSMEMBRANE PROTEIN: RV1226C−4.07

log10(P) upstream meme1 2 log10(P.clust)=−2.78; 7 seqs; 6 uniq
c(0.5, 2.5)
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