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PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV2206−1.49

hypothetical protein: RV3047C−5.59

tide−−dimethylbenzimidazole phosphoribosyltransferase: RV2207−5.61

cobalamin synthase: RV2208−5.61

hypothetical protein: RV2513−5.66

PROBABLE TRANSPOSASE: RV3640C−5.87

cobyric acid synthase: RV0255C−7.29
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