Cluster: 0158 mtu; resid: 0.52; r/c: 19/240

10

2000

13 Oct 25 14:25:18 iter
cMonkey Version 4.9.8 mtu

|
o] |
! T T T T
500 1000 1500 2000
upstream meme PSSM #1; e=2e+04 upstream meme PSSM #2; e=3.3e+04

. log10(P) upstream meme log10(P.clust)=-1.46; 19 segs; 15 uniq
-5.19 POSSIBLE TRANSMEMBRANE PROTEIN: RV0426C
-4, FROBABLE-CONSERVED-TRANSMEMBRANE PROTEIN: RV0188
-4.20 hypotheticat-protein: IRVS2AIE
VED-H8P OFEINERV2731
-P6% FEHY IRNZESE
-1.67 - mr—hypothetical-protein: IRV2694C
A C TRANSTRANSHBEZRASE) (FARNESYL PYROPHOSPHATE SYNTHETASE): RV1086
gl E) (PYRUVATIE DEHYDROGENASE) (PYRUVIC DEHYDROGENASE): RV2497C

LD VLR LA S HTeS F) {PYRUVATIE DEHYDROGENASE) (PYRUVIC DEHYDROGENASE): RV2496C

Rv3edlc BLE ATP-—DECENBENTPROTRASTERATF—BINDING-SUBUNIT-C P RIEENED

Rv0426¢

R 5¢c

2 350d g :'RV3816C

B cpcl RV _g 41 'RV3814C

-0.17 1-acylglycer6l-3—phosphate-O-acyltransferase:'/RV2182C

2634 Rvaral  gudBl -0.17 hypothetical protein: RvV2342
Z B@ -0.15 TEN: RV2744C

fadD2  Rv2 86 O LE CENSE FEHN: IRV27Z488
-0.01 - - acyl-EoA-synthetas SIRVO270

RV: 160 = stiing

= operons -200 -100 -1



