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chromosomal replication initiation protein: RV0001−0.30

hypothetical protein: RV0611C−1.65

hypothetical protein: RV0739−2.43

PROBABLE CONSERVED MEMBRANE PROTEIN: RV1903−2.62

hypothetical protein: RV2295−3.02

hypothetical protein: RV3519−3.05

hypothetical protein: RV3749C−3.07

hypothetical protein: RV0471C−3.78

hypothetical protein: RV1155−3.81

PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV1167C−4.18

NSCRIPTIONAL REGULATORY PROTEIN PHOU HOMOLOG 1 PHOY1: RV3301C−4.23

hypothetical protein: RV3491−4.52
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