
500 1000 1500 2000

−
5

0
5

10

Cluster: 0169 mtu; resid: 0.34; r/c: 4/232
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Cluster: 0169 mtu; resid: 0.34; r/c: 4/232

x.range

upstream meme PSSM #1; e=60

1 3 5 7 91 3 5 7 9

x.range
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upstream meme PSSM #2; e=2.8e+03

1 3 5 7 9 111 3 5 7 9
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phospho−N−acetylmuramoyl−pentapeptide− transferase: RV2156C−4.73

amoylalanyl−D−glutamate−−2, 6−diaminopimelate ligase: RV2158C−4.73

hypothetical protein: RV3433C−5.50

hypothetical protein: RV1367C−5.50

log10(P) upstream meme1 2 log10(P.clust)=−5.11; 4 seqs; 3 uniq
c(0.5, 2.5)
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