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PE_PGRS25 string
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hypothetical protein: RV1057−0.06

hypothetical protein: RV0612−0.91

hypothetical protein: RV0079−1.50

hypothetical protein: RV0080−1.50

PROBABLE FERREDOXIN FDXA: RV2007C−1.52

PE−PGRS FAMILY PROTEIN: RV1396C−3.64

POSSIBLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV0196−4.04

POSSIBLE OXIDOREDUCTASE: RV0197−4.04

log10(P) upstream meme1 2 log10(P.clust)=−2.15; 8 seqs; 6 uniq
c(0.5, 2.5)
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