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Cluster: 0184 mtu; resid: 0.49; r/c: 10/243

x.range

upstream meme PSSM #1; e=6.2e−06

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=6.9

1 3 5 7 91 3 5 7 9
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galTa

galTb

Rv0743c

Rv0744c
Rv0745

Rv1276c

Rv1277

Rv1278

Rv1486c Rv1910c string
operons −200 −100 −1

BABLE GALACTOSE−1−PHOSPHATE URIDYLYLTRANSFERASE GALTA: RV0618−5.11

BABLE GALACTOSE−1−PHOSPHATE URIDYLYLTRANSFERASE GALTB: RV0619−5.11

hypothetical protein: RV1486C−6.25

PROBABLE EXPORTED PROTEIN: RV1910C−6.31

hypothetical protein: RV0743C−9.87

POSSIBLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV0744C−9.87

hypothetical protein: RV0745−9.87

hypothetical protein: RV1276C−9.91

hypothetical protein: RV1277−9.91

hypothetical protein: RV1278−9.91

log10(P) upstream meme1 2 log10(P.clust)=−8.21; 10 seqs; 7 uniq
c(0.5, 2.5)
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