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50S ribosomal protein L24: RV0715−2.71

50S ribosomal protein L5: RV0716−2.71

30S ribosomal protein S14: RV0717−2.71

30S ribosomal protein S8: RV0718−2.71

PPE FAMILY PROTEIN: RV1387−3.37

PE FAMILY PROTEIN: RV1386−3.37

30S ribosomal protein S9: RV3442C−3.72

50S ribosomal protein L13: RV3443C−3.72

30S ribosomal protein S12: RV0682−4.28

30S ribosomal protein S7: RV0683−4.28

elongation factor G: RV0684−4.28

elongation factor Tu: RV0685−4.28

50S ribosomal protein L19: RV2904C−4.37

HYPOTHETICAL PROTEIN SIMILAR TO JAG PROTEIN: RV3920C−4.42

log10(P) upstream meme1 2 log10(P.clust)=−3.64; 14 seqs; 6 uniq
c(0.5, 2.5)
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