Cluster: 0197 mtu; resid: 0.43; r/c: 14/22

.
1
o
gz |
Q€
Lo
.Sg;
OHog ©
n-=
N o
(]
35
0 >
Ng
e5
P
o |l
‘T|_

upstream meme PSSM #1; e=82

i

:

11

I I
500 1000
upstream meme PSSM #2; e=1.1e+03

log10(P) upstream meame
-4.4RYPOTHETICAL PROTEIN SIMILAR TO-JAG PROTEIN: RV3920C
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