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x.range

upstream meme PSSM #1; e=13

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.1e+03

1 3 5 7 9 11 131 3 5 7 9 11 13
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tpx
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helZ
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echA21

lipE

Rv0036c

menB

string −200 −100 −1

hypothetical protein: RV2102−3.79

PROBABLE LIPASE LIPE: RV3775−3.84

PROBABLE LIPOPROTEIN LPPC: RV1911C−4.38

naphthoate synthase: RV0548C−4.80

thiol peroxidase: RV1932−5.31

hypothetical protein: RV0036C−5.75

enoyl−CoA hydratase: RV3774−6.73

ATE DECARBOXYLASE) (IDH) (NADP+−SPECIFIC ICDH) (IDP): RV0066C−6.80

PROBABLE HELICASE HELZ: RV2101−6.89

log10(P) upstream meme1 2 log10(P.clust)=−5.37; 9 seqs; 9 uniq
c(0.5, 2.5)
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