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Cluster: 0202 mtu; resid: 0.55; r/c: 13/244

x.range

upstream meme PSSM #1; e=0.0054

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=150

1 3 5 7 91 3 5 7 9
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string −200 −100 −1

HYPOTHETICAL ALANINE ARGININE PROLINE RICH PROTEIN: RV3235−0.66

PROBABLE CONSERVED MEMBRANE PROTEIN: RV3802C−1.03

hypothetical protein: RV1222−1.86

hypothetical protein: RV1284−3.54

HYPOTHETICAL OXIDOREDUCTASE: RV3230C−3.54

hypothetical protein: RV3360−3.90

hypothetical protein: RV3847−3.98

POSSIBLE TRANSMEMBRANE PROTEIN: RV0426C−4.36

PROBABLE CHOLESTEROL DEHYDROGENASE: RV1106C−4.78

hypothetical protein: RV0997−5.80

SIBLE LINOLEOYL−CoA DESATURASE (DELTA(6)−DESATURASE): RV3229C−6.50

POSSIBLE CONSERVED TRANSMEMBRANE PROTEIN: RV3694C−7.87

POSSIBLE CONSERVED MEMBRANE PROTEIN: RV3695−7.87

log10(P) upstream meme1 2 log10(P.clust)=−4.28; 13 seqs; 13 uniq
c(0.5, 2.5)
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