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Cluster: 0205 mtu; resid: 0.41; r/c: 15/25
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Cluster: 0205 mtu; resid: 0.41; r/c: 15/25

x.range

upstream meme PSSM #1; e=1.4e−91

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.6e−63

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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Rv1763

Rv1764

Rv3184

Rv3186

Rv0795

Rv1370c

Rv1757c

Rv2168c

Rv2815c

Rv3786c

Rv2305

Rv2480c

Rv3325

Rv3381c

Rv3480c

string −200 −100 −1
PUTATIVE TRANSPOSASE: RV1764−0.03

hypothetical protein: RV3786C−0.33

hypothetical protein: RV2305−0.47

hypothetical protein: RV3480C−0.75

SASE FOR INSERTION SEQUENCE ELEMENT IS6110 (FRAGMENT): RV0795−19.84

PROBABLE TRANSPOSASE: RV1370C−19.84

PUTATIVE TRANSPOSASE: RV1757C−19.84

PROBABLE TRANSPOSASE: RV2168C−19.84

PROBABLE TRANSPOSASE: RV2815C−19.84

PUTATIVE TRANSPOSASE: RV1763−19.84

POSSIBLE TRANSPOSASE: RV2480C−19.84

PROBABLE TRANSPOSASE: RV3184−19.84

PROBABLE TRANSPOSASE: RV3186−19.84

PROBABLE TRANSPOSASE: RV3325−19.84

PROBABLE TRANSPOSASE: RV3381C−19.84

log10(P) upstream meme1 2 log10(P.clust)=−14.66; 15 seqs; 15 uniq
c(0.5, 2.5)
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