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Cluster: 0222 mtu; resid: 0.41; r/c: 6/239

x.range

upstream meme PSSM #1; e=1.4

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
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e

upstream meme PSSM #2; e=2.9

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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Rv0516c

Rv0517

Rv3750c

Rv3751

Rv1671

Rv2625c

string −200 −100 −1

ERVED TRANSMEMBRANE ALANINE AND LEUCINE RICH PROTEIN: RV2625C−0.63

PROBABLE MEMBRANE PROTEIN: RV1671−5.71

POSSIBLE EXCISIONASE: RV3750C−5.85

PROBABLE INTEGRASE (FRAGMENT): RV3751−5.85

hypothetical protein: RV0516C−21.26

POSSIBLE MEMBRANE ACYLTRANSFERASE: RV0517−21.26

log10(P) upstream meme1 2 log10(P.clust)=−10.09; 6 seqs; 6 uniq
c(0.5, 2.5)
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