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string
operons −200 −100 −1

hypothetical protein: RV1592C−0.42

UBTILISIN−LIKE PROTEASE) (SUBTILASE−LIKE) (MYCOSIN−3): RV0291−1.56

hypothetical protein: RV0289−1.56

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV0290−1.56

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV0292−1.56

hypothetical protein: RV0207C−1.75

tRNA (guanine−N(7))−methyltransferase: RV0208C−1.75

acyl−CoA synthetase: RV1013−1.75

IBLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL3: RV0206C−1.94

E PROTEIN ESXG (CONSERVED HYPOTHETICAL PROTEIN TB9.8): RV0287−1.94

acyl−carrier−protein S−malonyltransferase: RV2243−2.14

acyl carrier protein: RV2244−2.14

3−oxoacyl−(acyl carrier protein) synthase II: RV2245−2.14

3−oxoacyl−(acyl carrier protein) synthase II: RV2246−2.14

ACETYL/PROPIONYL−CoA CARBOXYLASE (BETA SUBUNIT) ACCD6: RV2247−2.14

ESAT−6 LIKE PROTEIN ESXS: RV3020C−2.14

log10(P) upstream meme log10(P.clust)=−1.79; 16 seqs; 8 uniq
c(0.5, 2.5)
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