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POSSIBLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV2021C−0.64

hypothetical protein: RV2022C−0.64

hypothetical protein: RV2020C−0.96

hypothetical protein: RV2416C−1.16

hypothetical protein: RV2024C−1.23

hypothetical protein: RV0964C−1.29

E TRANSCRIPTIONAL REGULATORY PROTEIN WHIB−LIKE WHIB6: RV3862C−1.68

PROBABLE TRANSPOSASE: RV0920C−5.55

POSSIBLE RESOLVASE: RV0921−5.55

POSSIBLE TRANSPOSASE: RV0922−5.55

log10(P) upstream meme1 2 log10(P.clust)=−2.43; 10 seqs; 8 uniq
c(0.5, 2.5)
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