Cluster: 0260 mtu; resid: 0.50; r/c: 17/243
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SCRIPFIGNAL REGULATORY PROEEIN (RESSIBLY LUXR-FAMILY): RV0894
-15.17 T hypothetical protein: RV0893C
-11.33 ) hypetheticat protei THRVSAGH
-10.30 —— hypethetical protein:' RV0094C

-9.62 — PROBABLE CONSERVED MEMBRANE PROTEIN: RV1974
-6.77 —POSSIBLE CONSERVED MEMBRANE -PROTEN:[RV0116C

A c g XIDATE STRESS RESPONSE REGUFATORY PROTEIN OXYS: RV0117
MVITTLIITLES -4.38 hypdthEtical protein: RV1942C

-4.38 hyp8tietical protein: RV1944C

3?894 RV3466 -4.28 hypothatigakprotein: RV1945

Rv0893c -3.69 hypothetical, protein: RV3466
Rvi074 RUSIST QL ) 77 ~(subumittreyeA-{Cytochrome-BD—oxidase-stbumit+y IRVIBEEE
e S ) 77 _ubumittreydB-(CytoehromeBB—exidase-stistnitH): IRNSEEE

wiggsc R /ANSMEMBRANE AFP—BINBING-PROFEINABE-FRANSPORTER-CYDD: INIEEND
rvita7c ad o X . -2.67 'Partial REP13E12 repeat protein: RV1588C
-2.67 "Partial RERL3E12 repeat protein: RV1587C
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