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string
operons −200 −100 −1

AMILY LIPOPROTEIN LPRL (MCE−FAMILY LIPOPROTEIN MCE2E): RV0593−1.84

Partial REP13E12 repeat protein: RV1587C−2.67

Partial REP13E12 repeat protein: RV1588C−2.67

ANSMEMBRANE ATP−BINDING PROTEIN ABC TRANSPORTER CYDD: RV1621C−2.77

ubunit II) cydB (Cytochrome BD−I oxidase subunit II): RV1622C−2.77

(subunit I) cydA (Cytochrome BD−I oxidase subunit I): RV1623C−2.77

hypothetical protein: RV3466−3.69

hypothetical protein: RV1945−4.28

hypothetical protein: RV1944C−4.38

hypothetical protein: RV1942C−4.38

OXIDATIVE STRESS RESPONSE REGULATORY PROTEIN OXYS: RV0117−6.60

POSSIBLE CONSERVED MEMBRANE PROTEIN: RV0116C−6.77

PROBABLE CONSERVED MEMBRANE PROTEIN: RV1974−9.62

hypothetical protein: RV0094C−10.30

hypothetical protein: RV3467−11.33

hypothetical protein: RV0893C−15.17

SCRIPTIONAL REGULATORY PROTEIN (POSSIBLY LUXR−FAMILY): RV0894−15.17

log10(P) upstream meme1 2 log10(P.clust)=−6.31; 17 seqs; 13 uniq
c(0.5, 2.5)
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