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RASE GLNE (Glutamine−synthetase adenylyltransferase): RV2221C−1.67

hypothetical protein: RV2513−6.71

POSSIBLE RNA METHYLTRANSFERASE: RV2118C−7.31

hypothetical protein: RV2119−8.08

hypothetical protein: RV1114−13.20

hypothetical protein: RV1113−13.20

hypothetical protein: RV2288−15.58

hypothetical protein: RV2286C−15.58

le conserved integral membrane transport protein YjcE: RV2287−15.58
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