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x.range

upstream meme PSSM #1; e=1e−10

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
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upstream meme PSSM #2; e=6.7e−08

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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esxK

esxL

esxN

Rv1794

yajC

Rv2971

sahH

secA1

esxV
esxW

esxJ

RV1792

esxP

string −200 −100 −1

RV1792NA

ESAT−6 LIKE PROTEIN ESXJ (ESAT−6 LIKE PROTEIN 2): RV1038C−0.11

PROBABLE OXIDOREDUCTASE: RV2971−2.92

S−adenosyl−L−homocysteine hydrolase: RV3248C−3.33

preprotein translocase subunit SecA: RV3240C−3.94

hypothetical protein: RV1794−4.52

preprotein translocase subunit YajC: RV2588C−7.19

VE ESAT−6 LIKE PROTEIN ESXW (ESAT−6 LIKE PROTEIN 10): RV3620C−9.10

ESAT−6 LIKE PROTEIN ESXK (ESAT−6 LIKE PROTEIN 3): RV1197−11.25

IVE ESAT−6 LIKE PROTEIN ESXP (ESAT−6 LIKE PROTEIN 7): RV2347C−11.91

TIVE ESAT−6 LIKE PROTEIN ESXL (ESAT−6 LIKE PROTEIN 4): RV1198−16.48

TIVE ESAT−6 LIKE PROTEIN ESXN (ESAT−6 LIKE PROTEIN 5): RV1793−16.48

IVE ESAT−6 LIKE PROTEIN ESXV (ESAT−6 LIKE PROTEIN 1): RV3619C−16.48

log10(P) upstream meme1 2 log10(P.clust)=−8.64; 13 seqs; 13 uniq
c(0.5, 2.5)
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