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Cluster: 0284 mtu; resid: 0.42; r/c: 7/238

x.range

upstream meme PSSM #1; e=2.4e+03
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string −200 −100 −1

hypothetical protein: RV1057−0.00

heat shock protein HtpX: RV0563−0.11

hypothetical protein: RV2372C−0.40

hypothetical protein: RV0919−2.11

2−isopropylmalate synthase: RV3710−2.30

hypothetical protein: RV3856C−2.96

ECARBOXYLATING)) (PYRUVIC−MALIC CARBOXYLASE) (NAD−ME): RV2332−3.58

log10(P) upstream meme1 2 log10(P.clust)=−1.64; 7 seqs; 7 uniq
c(0.5, 2.5)
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