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enoyl−CoA hydratase: RV2679−0.43

hypothetical protein: RV1006−2.59

ribonuclease HII: RV2902C−2.59

preprotein translocase subunit SecG: RV1440−3.64

PROBABLE CONSERVED INTEGRAL MEMBRANE PROTEIN: RV1863C−4.92

hypothetical protein: RV1870C−7.49

hypothetical protein: RV2133C−8.48

hypothetical protein: RV2134C−8.48

hypothetical protein: RV2135C−8.48

undecaprenyl pyrophosphate phosphatase: RV2136C−8.48

hypothetical protein: RV3688C−8.89

log10(P) upstream meme1 2 log10(P.clust)=−5.86; 11 seqs; 8 uniq
c(0.5, 2.5)
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