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upstream meme PSSM #1; e=0.011
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RV0257C
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Rv2459

Rv3750c

string
operons −200 −100 −1

RV0257CNA
hypothetical protein: RV2406C−0.40

hypothetical protein: RV3633−2.69
hypothetical protein: RV2633C−2.90

hypothetical protein: RV1829−3.25
hypothetical protein: RV2632C−3.42
hypothetical protein: RV3612C−3.49
hypothetical protein: RV2348C−3.67
hypothetical protein: RV3613C−3.71

POSSIBLE EXCISIONASE: RV3750C−3.91
hypothetical protein: RV1904−4.01

ROBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: RV2459−5.10
PROBABLE CONSERVED LIPOPROTEIN LPRF: RV1368−5.69

PROBABLE CARBOXYLESTERASE LIPQ: RV2485C−5.90
hypothetical protein: RV1891−7.55

PROBABLE MEMBRANE PROTEIN: RV1892−7.55
hypothetical protein: RV1893−7.55

hypothetical protein: RV3614C−12.52
hypothetical protein: RV3615C−12.52

SERVED HYPOTHETICAL ALANINE AND GLYCINE RICH PROTEIN: RV3616C−12.52
log10(P) upstream meme1 2 log10(P.clust)=−5.70; 20 seqs; 16 uniq

c(0.5, 2.5)
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