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Cluster: 0306 mtu; resid: 0.50; r/c: 9/242

x.range

upstream meme PSSM #1; e=0.0015

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17

x.range

y.
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upstream meme PSSM #2; e=2.9

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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Rv1081c

mca
Rv1083

lipJ

lipH

lipI

lppD

cinA

Rv1424c

string
operons −200 −100 −1

PROBABLE LIPASE LIPH: RV1399C−0.21

PROBABLE LIPASE LIPH: RV1400C−0.21

POSSIBLE MEMBRANE PROTEIN: RV1424C−0.41

competence damage−inducible protein A: RV1901−5.99

POSSIBLE LIPOPROTEIN LPPD: RV1899C−6.09

PROBABLE LIGNIN PEROXIDASE LIPJ: RV1900C−6.09

PROBABLE CONSERVED MEMBRANE PROTEIN: RV1081C−18.59

conjugate amidase Mca (Mycothiol S−conjugate amidase): RV1082−18.59

hypothetical protein: RV1083−18.59

log10(P) upstream meme1 2 log10(P.clust)=−8.30; 9 seqs; 6 uniq
c(0.5, 2.5)
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