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pfkA

pknK

string −200 −100 −1

6−phosphofructokinase: RV3010C−1.15

 REGULATORY PROTEIN PKNK (PROTEIN KINASE K) (STPK K): RV3080C−1.17

POSSIBLE BENZOQUINONE METHYLTRANSFERASE (METHYLASE): RV0560C−1.30

hypothetical protein: RV1982C−2.61

PUTATIVE TRANSFERASE: RV1377C−2.88

log10(P) upstream meme1 2 log10(P.clust)=−1.82; 5 seqs; 5 uniq
c(0.5, 2.5)
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