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SIALIC ACID−TRANSPORT INTEGRAL MEMBRANE PROTEIN NANT: RV1902C−0.09

Possible conserved integral membrane protein: RV2265−0.84

aspartate carbamoyltransferase catalytic subunit: RV1380−2.08

hypothetical protein: RV1128C−2.11

hypothetical protein: RV2530C−3.29

hypothetical protein: RV1132−3.55
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