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hypothetical protein: RV2817C−1.71

hypothetical protein: RV2816C−1.71

hypothetical protein: RV2432C−2.06

hypothetical protein: RV2433C−2.06

hypothetical protein: RV3488−2.10

hypothetical protein: RV3489−2.46

SYLASE) (TREHALOSEPHOSPHATE−UDP GLUCOSYL TRANSFERASE): RV3490−2.46

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV3278C−4.10

hypothetical protein: RV2809−4.86
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