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upstream meme PSSM #1; e=720
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Rv0075

nrdZ

Rv0900

Rv1036c

Rv1619

Rv0964c

Rv1927

esxQ

−200 −100 −1

truncated IS1560 transposase: RV1036C−1.58

POSSIBLE MEMBRANE PROTEIN: RV0900−2.20

CTASE (LARGE SUBUNIT) NRDZ (RIBONUCLEOTIDE REDUCTASE): RV0570−2.21

PROBABLE AMINOTRANSFERASE: RV0075−2.75

hypothetical protein: RV1927−3.00

hypothetical protein: RV1619−3.14

hypothetical protein: RV0964C−3.17

6 LIKE PROTEIN ESXQ (TB12.9) (ESAT−6 LIKE PROTEIN 8): RV3017C−3.96

log10(P) upstream meme1 2 log10(P.clust)=−2.75; 8 seqs; 8 uniq
c(0.5, 2.5)
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