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hypothetical protein: RV2079−0.05

SRP RECEPTOR) (SIGNAL RECOGNITION PARTICLE RECEPTOR): RV2921C−0.11

POSSIBLE MEMBRANE PROTEIN: RV1401−0.18

hypothetical protein: RV3471C−2.74

hypothetical protein: RV1413−3.32

POSSIBLE OXIDOREDUCTASE: RV3727−4.50

hypothetical protein: RV2712C−4.85

PROBABLE ACYL−CoA DEHYDROGENASE FADE35: RV3797−5.53

log10(P) upstream meme1 2 log10(P.clust)=−2.66; 8 seqs; 8 uniq
c(0.5, 2.5)
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