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Cluster: 0378 mtu; resid: 0.42; r/c: 7/233
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Cluster: 0378 mtu; resid: 0.42; r/c: 7/233

x.range

upstream meme PSSM #1; e=0.48
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upstream meme PSSM #2; e=14
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Rv0789c

Rv0790c

Rv0792c
Rv0793

Rv2810c

Rv0666

RV3128C

string
operons −200 −100 −1

PROBABLE TRANSPOSASE: RV2810CNA

RV3128CNA

POSSIBLE MEMBRANE PROTEIN: RV0666−0.08

hypothetical protein: RV0789C−6.39

hypothetical protein: RV0790C−20.96

CRIPTIONAL REGULATORY PROTEIN (PROBABLY GNTR−FAMILY): RV0792C−20.96

hypothetical protein: RV0793−20.96

log10(P) upstream meme1 2 log10(P.clust)=−13.87; 7 seqs; 5 uniq
c(0.5, 2.5)
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