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hypothetical protein: RV1676−0.44

PROBABLE CONSERVED LIPOPROTEIN DSBF: RV1677−0.44

NSERVED HYPOTHETICAL INTEGRAL MEMBRANE PROTEIN YRBE1A: RV0167−2.03

MCE−FAMILY PROTEIN MCE1A: RV0169−2.03

MCE−FAMILY PROTEIN MCE1B: RV0170−2.03

MCE−FAMILY PROTEIN MCE1C: RV0171−2.03

MCE−FAMILY PROTEIN MCE1D: RV0172−2.03

MCE−FAMILY PROTEIN MCE1F: RV0174−2.03

NADH dehydrogenase subunit A: RV3145−2.03

NADH dehydrogenase subunit N: RV3158−2.03

NSERVED HYPOTHETICAL INTEGRAL MEMBRANE PROTEIN YRBE1B: RV0168−2.03

NADH dehydrogenase subunit B: RV3146−2.03

NADH dehydrogenase subunit D: RV3148−2.03

NADH dehydrogenase subunit J: RV3154−2.03

NADH dehydrogenase subunit M: RV3157−2.03

log10(P) upstream meme1 2 log10(P.clust)=−1.82; 15 seqs; 3 uniq
c(0.5, 2.5)
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