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upstream meme PSSM #1; e=0.0038

1 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=760

1 3 5 7 9 111 3 5 7 9

●

●

●

●

●

●

●
●

●●

●

●

●

●

●

●

●

●

●

Rv1222

Rv2137c

Rv2302

Rv3371

Rv1593c
Rv3241c

Rv1627cRv1628c

Rv2077cRv3527

Rv2576c

cut3

cut4

Rv3412
Rv2827c

bisC

Rv2304c

Rv2708c

Rv3770c

string
operons −200 −100 −1

HYPOTHETICAL LEUCINE RICH PROTEIN: RV3770C−0.11
hypothetical protein: RV2304C−0.16
hypothetical protein: RV2708C−0.19

POSSIBLE CONSERVED MEMBRANE PROTEIN: RV2576C−1.24
hypothetical protein: RV1222−1.68
hypothetical protein: RV3412−2.14

POSSIBLE CONSERVED TRANSMEMBRANE PROTEIN: RV2077C−2.39
hypothetical protein: RV3527−2.53
hypothetical protein: RV2302−2.61

PROBABLE CUTINASE PRECURSOR CUT3: RV3451−2.74
PROBABLE CUTINASE PRECURSOR CUT4: RV3452−2.74

lipid−transfer protein: RV1627C−3.57
hypothetical protein: RV1628C−3.57

hypothetical protein: RV3371−3.71
hypothetical protein: RV2137C−4.31
hypothetical protein: RV2827C−4.69
hypothetical protein: RV1593C−4.77
hypothetical protein: RV3241C−5.95

FOXIDE REDUCTASE BISC (BDS reductase) (BSO reductase): RV1442−6.35
log10(P) upstream meme1 2 log10(P.clust)=−2.92; 19 seqs; 17 uniq

c(0.5, 2.5)
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