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hypothetical protein: RV0569−3.10

TWO COMPONENT SENSOR HISTIDINE KINASE DEVS: RV3132C−4.28

 REGULATORY PROTEIN DEVR (PROBABLY LUXR/UHPA−FAMILY): RV3133C−4.28

hypothetical protein: RV3134C−4.28

hypothetical protein: RV2623−4.62

hypothetical protein: RV1996−5.51

hypothetical protein: RV2628−6.81

hypothetical protein: RV2626C−7.43

PROBABLE NITRATE REDUCTASE NARX: RV1736C−7.61

POSSIBLE NITRATE/NITRITE TRANSPORTER NARK2: RV1737C−7.61

hypothetical protein: RV1738−7.61

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: RV1733C−7.79

hypothetical protein: RV2627C−9.29

hypothetical protein: RV2005C−11.08

PHATE PHOSPHATASE OTSB1 (TREHALOSE−PHOSPHATASE) (TPP): RV2006−11.08

hypothetical protein: RV2030C−11.90

(ALPHA−CRSTALLIN HOMOLOG) (14 kDa ANTIGEN) (HSP16.3): RV2031C−11.90

Conserved hypothetical protein Acg: RV2032−11.90

log10(P) upstream meme1 2 log10(P.clust)=−7.67; 18 seqs; 14 uniq
c(0.5, 2.5)
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