
500 1000 1500 2000

−
10

−
5

0
5

10

Cluster: 0425 mtu; resid: 0.47; r/c: 8/237

−
10

−
5

0
5

10

Cluster: 0425 mtu; resid: 0.47; r/c: 8/237
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hypothetical protein: RV1875−0.01

hypothetical protein: RV1874−0.01

hypothetical protein: RV3897C−0.01

hypothetical protein: RV0140−0.18

molybdopterin biosynthesis−like protein MoeZ: RV3206C−0.29

hypothetical protein: RV2466C−1.61

hypothetical protein: RV1265−3.12

HSP (HEAT−STRESS−INDUCED RIBOSOME−BINDING PROTEIN A): RV0251C−4.72

log10(P) upstream meme1 2 log10(P.clust)=−1.24; 8 seqs; 7 uniq
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