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Rv0383c

mmpS4

Rv1109c

mmpL4

Rv0823c

desA1

desA2

xseB

xseA

Rv1101c

string
operons −200 −100 −1

hypothetical protein: RV1101C−3.17

POSSIBLE TRANSCRIPTIONAL REGULATORY PROTEIN: RV0823C−3.91

exodeoxyribonuclease VII small subunit: RV1107C−3.95

exodeoxyribonuclease VII large subunit: RV1108C−3.95

hypothetical protein: RV1109C−3.95

POSSIBLE CONSERVED SECRETED PROTEIN: RV0383C−4.41

ABLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL4: RV0450C−4.67

PROBABLE CONSERVED MEMBRANE PROTEIN MMPS4: RV0451C−4.67

 DESATURASE) (STEAROYL−ACP DESATURASE) (PROTEIN DES): RV0824C−4.99

SA2 (ACYL−[ACP] DESATURASE) (STEAROYL−ACP DESATURASE): RV1094−7.70

log10(P) upstream meme1 2 log10(P.clust)=−4.54; 10 seqs; 7 uniq
c(0.5, 2.5)
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